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copies of Ly722P Relative to Small Intestine 
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FIG. 4 



copies of TCL/ 1000 pg actin 
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FIG. 5 



A - AMPHI mid points of blocks. 

R - Residues matching the Rothbard/Taylor motif. 

D - Residues matching the IAd motif. 

d - Residues matching the IEd motif 
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